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$15. 20 kbp genomic windows with the highest F¢; values.

Please note that Catalonia was excluded from this step.

HIGHEST 1%

Sample pair 20 kbp window (name of the window + position)

Native & Chile NW_012158321.1+110000, NW_012158321.1+130000, NW_012158820.1+30000, NW_012160018.1+50000, NW_012160079.1+300C
Native & European NW_012158181.1+50000, NW_012158181.1+70000, NW_012160180.1+110000, NW_012160180.1+250000, NW_012160181.1+500(
European Main & CNW_012158181.1+50000, NW_012158181.1+70000, NW_012159286.1+30000, NW_012159286.1+70000, NW_012159286.1+90000,

HIGHEST 5%

Sample pair 20 kbp window (name of the window + position)

Native & Chile NW_012158181.1+130000, NW_012158181.1+210000, NW_012158181.1+310000, NW_012158321.1+110000, NW_012158321.1+1:
Native & European NW_012158181.1+50000, NW_012158181.1+70000, NW_012158321.1+110000, NW_012158820.1+130000, NW_012160077.1+300C
European Main & CNW_012158181.1+210000, NW_012158181.1+310000, NW_012158181.1+50000, NW_012158181.1+70000, NW_012158321.1+150(



)0, NW_012160079.1+50000, NW_012160100.1+270000, NW_012160179.1+30000, NW_012160179.1+50000, NW_012160181.1+110000, NW_012160186.
)0, NW_012160181.1+70000, NW_012160185.1+70000, NW_012160185.1+90000, NW_012160188.1+430000, N\W_012160191.1+70000, NW_012160210.1
NW_012159963.1+50000, NW_012160002.1+70000, NW_012160176.1+130000, NW_012160176.1+30000, NW_012160186.1+10000, NW_012160190.1+2

30000, NW_012158321.1+150000, NW_012158321.1+50000, NW_012158321.1+70000, NW_012158321.1+90000, NW_012158820.1+130000, NW_012158¢
)0, NW_012160079.1+30000, NW_012160178.1+270000, NW_012160179.1+110000, NW_012160180.1+110000, NW_012160180.1+130000, NW_0121601¢
)00, NW_012158820.1+130000, NW_012158820.1+150000, NW_012158820.1+30000, NW_012159286.1+30000, NW_012159286.1+50000, NW_01215928¢



1+10000, NW_012160195.1+30000, NW_012160205.1+10000, NW_012160212.1+370000, NW_012160215.1+110000, NW_012160215.1+410000, NW_012
+230000, NW_012160333.1+1070000, NW_012160333.1+1130000, NW_012160333.1+430000, NW_012160333.1+890000, NW_012160333.1+910000, NW
10000, NW_012160190.1+230000, NW_012160190.1+430000, NW_012160215.1+410000, NW_012160215.1+450000, NW_012160215.1+490000, NW_012

320.1+190000, NW_012158820.1+30000, NW_012159103.1+30000, NW_012159963.1+10000, NW_012160018.1+110000, NW_012160018.1+30000, NW_0
30.1+150000, NW_012160180.1+210000, NW_012160180.1+230000, NW_012160180.1+250000, NW_012160180.1+270000, NW_012160180.1+30000, NW
5.1+70000, NW_012159286.1+90000, NW_012159963.1+30000, NW_012159963.1+50000, NW_012159963.1+70000, NW_012160002.1+70000, NW_01216



160215.1+90000, NW_012160230.1+10000, NW_012160230.1+130000, NW_012160278.1+530000, NW_012160300.1+150000, NW_012160319.1+30000, |
'_012160333.1+990000, NW_012160392.1+210000, NW_012160392.1+230000, NW_012160418.1+2090000, NW_012160418.1+2130000, NW_012160514.
160215.1+530000, NW_012160230.1+10000, NW_012160230.1+130000, NW_012160230.1+170000, NW_012160230.1+70000, NW_012160231.1+110000,

112160018.1+50000, NW_012160079.1+30000, NW_012160079.1+50000, NW_012160100.1+270000, NW_012160100.1+330000, NW_012160166.1+50000,
'_012160180.1+70000, NW_012160180.1+90000, NW_012160181.1+50000, NW_012160181.1+70000, NW_012160185.1+70000, NW_012160185.1+90000,
0018.1+270000, NW_012160038.1+10000, NW_012160057.1+30000, NW_012160079.1+50000, NW_012160176.1+10000, NW_012160176.1+130000, NW.



NW_012160322.1+30000, NW_012160333.1+150000, NW_012160356.1+30000, NW_012160356.1+50000, NW_012160366.1+190000, NW_012160366.1+=
1+1410000, NW_012160514.1+1450000, NW_012160514.1+2030000, NW_012160514.1+2050000, NW_012160514.1+2090000, NW_012160514.1+213000
, NW_012160322.1+10000, NW_012160327.1+70000, NW_012160356.1+50000, NW_012160366.1+210000, NW_012160366.1+30000, NW_012160366.1+

, NW_012160179.1+10000, NW_012160179.1+110000, NW_012160179.1+130000, NW_012160179.1+30000, NW_012160179.1+50000, NW_012160179.1+
, NW_012160188.1+410000, NW_012160188.1+430000, NW_012160191.1+130000, NW_012160191.1+150000, NW_012160191.1+30000, NW_012160191
_012160176.1+150000, NW_012160176.1+170000, NW_012160176.1+30000, NW_012160179.1+110000, NW_012160179.1+30000, NW_012160179.1+50(



10000, NW_012160368.1+10000, NW_012160385.1+70000, NW_012160414.1+50000, NW_012160418.1+110000, NW_012160418.1+270000, NW_01216(
0, NW_012160517.1+210000, NW_012160593.1+70000, NW_012160595.1+30000, NW_012160597.1+1090000, NW_012160597.1+1150000, NW_0121605
70000, NW_012160388.1+110000, NW_012160392.1+150000, NW_012160418.1+210000, NW_012160450.1+50000, NW_012160479.1+110000, NW_0121¢

+70000, NW_012160179.1+90000, NW_012160181.1+110000, NW_012160181.1+130000, NW_012160183.1+10000, NW_012160183.1+110000, NW_0121¢
.1+70000, NW_012160191.1+90000, NW_012160193.1+250000, NW_012160205.1+10000, NW_012160210.1+150000, NW_012160210.1+210000, NW_01.
)00, NW_012160179.1+70000, NW_012160186.1+10000, NW_012160188.1+410000, NW_012160190.1+150000, NW_012160190.1+170000, NW_0121601¢



J418.1+310000, NW_012160418.1+90000, NW_012160472.1+50000, NW_012160514.1+1410000, NW_012160514.1+330000, NW_012160514.1+3810000,
'97.1+1190000, NW_012160597.1+1570000, NW_012160615.1+10000, NW_012160615.1+30000, NW_012160636.1+410000, NW_012160636.1+890000, N
50479.1+150000, NW_012160479.1+210000, NW_012160479.1+270000, NW_012160479.1+290000, NW_012160479.1+330000, NW_012160479.1+39000C

50186.1+10000, NW_012160190.1+50000, NW_012160193.1+30000, NW_012160195.1+10000, NW_012160195.1+30000, NW_012160195.1+50000, NW_C
2160210.1+230000, NW_012160210.1+270000, NW_012160210.1+310000, NW_012160211.1+30000, NW_012160211.1+50000, NW_012160212.1+37000C
30.1+190000, NW_012160190.1+210000, NW_012160190.1+230000, NW_012160190.1+30000, NW_012160190.1+310000, NW_012160190.1+430000, NW



NW_012160517.1+150000, NW_012160517.1+30000, NW_012160517.1+70000, NW_012160562.1+710000, NW_012160562.1+830000, NW_012160587.1
W_012160649.1+270000, NW_012160649.1+50000, NW_012160649.1+70000, NW_012160649.1+90000, NW_012160663.1+1470000, NW_012160663.1+:
), N\W_012160479.1+50000, NW_012160479.1+690000, NW_012160479.1+90000, NW_012160515.1+70000, NW_012160517.1+50000, NW_012160517.1+

112160201.1+70000, NW_012160201.1+90000, NW_012160204.1+30000, NW_012160205.1+10000, NW_012160211.1+10000, NW_012160212.1+370000,
), N\W_012160213.1+170000, NW_012160222.1+10000, NW_012160222.1+50000, NW_012160278.1+230000, NW_012160278.1+530000, NW_012160278.
' 012160190.1+50000, NW_012160190.1+90000, NW_012160191.1+130000, NW_012160195.1+30000, NW_012160195.1+50000, NW_012160210.1+2100



+150000, NW_012160
1590000, NW_0121606
70000, NW_01216054

NW_012160213.1+17
1+550000, NW_01216
00, NW_012160210.1



§15. Genes with the highest Fs; values.
Please note that Catalonia was excluded from this step.

HIGHEST 1%

Sample pair Genes

Native & Chile  LOC105667341, LOC105667615, LOC105667687, LOC105667764, LOC105667777, LOC105667866, LOC105668737, LOC105668790, LOC1056688!
Native & Europea LOC105667782, LOC105668707, LOC105668737, LOC105668782, LOC105668783, LOC105668954, LOC105669391, LOC105669469, LOC1056695:
European Main & LOC105667349, LOC105667351, LOC105667776, LOC105668525, LOC105668533, LOC105668537, LOC105668540, LOC105668761, LOC1056688¢

HIGHEST 5%

Sample pair Genes

Native & Chile  LOC105667323, LOC105667326, LOC105667341, LOC105667349, LOC105667351, LOC105667615, LOC105667625, LOC105667667, LOC1056676¢
Native & Europea LOC105667341, LOC105667587, LOC105667666, LOC105667706, LOC105667748, LOC105667755, LOC105667776, LOC105667781, LOC1056677¢
European Main & LOC105667323, LOC105667326, LOC105667341, LOC105667349, LOC105667351, LOC105667442, LOC105667615, LOC105667666, LOC1056676¢



L4, LOC105668913, LOC105668915, LOC105668964, LOC105668977, LOC105669187, LOC105669188, LOC105669204, LOC105669371, LOC105669778, LOCL
19, LOC105669544, LOC105669582, LOC105669778, LOC105670148, LOC105670153, LOC105670281, LOC105670288, LOC105670289, LOC105670308, LOCL
12, LOC105668952, LOC105668964, LOC105669060, LOC105669469, LOC105669693, LOC105669778, LOC105669909, LOC105669910, LOC105669911, LOCL

33, LOC105667684, LOC105667687, LOC105667745, LOC105667762, LOC105667764, LOC105667767, LOC105667776, LOC105667777, LOC105667804, LOCL
32, LOC105667821, LOC105667873, LOC105667881, LOC105668216, LOC105668260, LOC105668264, LOC105668273, LOC105668274, LOC105668354, LOCL
37, LOC105667764, LOC105667776, LOC105667777, LOC105667821, LOC105667866, LOC105667881, LOC105668260, LOC105668274, LOC105668370, LOCL



05670328, LOC105670419, LOC105670965, LOC105670970, LOC105670985, LOC105670991, LOC105671829, LOC105672264, LOC105672278, LOC10567237
05670505, LOC105670518, LOC105670573, LOC105670965, LOC105671294, LOC105671413, LOC105671506, LOC105671659, LOC105671665, LOC10567175
05669933, LOC105670065, LOC105670199, LOC105670419, LOC105670452, LOC105670559, LOC105670991, LOC105672709, LOC105672750, LOC10567290

05667821, LOC105667866, LOC105667875, LOC105667876, LOC105667881, LOC105667900, LOC105667911, LOC105668080, LOC105668130, LOC10566818
05668429, LOC105668494, LOC105668706, LOC105668707, LOC105668737, LOC105668781, LOC105668782, LOC105668783, LOC105668820, LOC10566882
05668432, LOC105668525, LOC105668531, LOC105668533, LOC105668537, LOC105668540, LOC105668761, LOC105668802, LOC105668842, LOC10566888



1, LOC105672372, LOC105673269, LOC105673284, LOC105673500, LOC105673538, LOC105673539, LOC105674000, LOC105674019, LOC105674287, LOCL(
7,L0C105671825, LOC105671834, LOC105671841, LOC105671981, LOC105671984, LOC105671998, LOC105671999, LOC105672005, LOC105672023, LOC1(
10, LOC105672937, LOC105674287, LOC105674436, LOC105674438, LOC105674460, LOC105674926, LOC105675219, LOC105675232, LOC105675233, LOCL(

0, LOC105668370, LOC105668371, LOC105668385, LOC105668427, LOC105668537, LOC105668676, LOC105668684, LOC105668706, LOC105668737, LOCL(
1, LOC105668954, LOC105668972, LOC105668998, LOC105669371, LOC105669391, LOC105669411, LOC105669469, LOC105669529, LOC105669532, LOCL(
0, LOC105668881, LOC105668913, LOC105668914, LOC105668915, LOC105668952, LOC105668954, LOC105668955, LOC105668956, LOC105668961, LOCL(



)5674436, LOC105674438, LOC105675267, LOC105675289, LOC105675294, LOC105675444, LOC105675477, LOC105675868, LOC105676027, LOC10567682.
15672043, LOC105672155, LOC105672231, LOC105672264, LOC105672277, LOC105672375, LOC105673407, LOC105673480, LOC105673772, LOC10567377.
)5675234, LOC105675242, LOC105675250, LOC105675653, LOC105675837, LOC105675855, LOC105676653, LOC105676893, LOC105676966, LOC10567711!

)5668775, LOC105668783, LOC105668790, LOC105668795, LOC105668799, LOC105668811, LOC105668814, LOC105668820, LOC105668821, LOC10566886.
15669534, LOC105669536, LOC105669539, LOC105669543, LOC105669544, LOC105669549, LOC105669556, LOC105669557, LOC105669564, LOC10566958!
)5668962, LOC105668964, LOC105668972, LOC105668977, LOC105668992, LOC105668998, LOC105669060, LOC105669094, LOC105669100, LOC10566921-



3, LOC105676845, LOC105676846, LOC105676893, LOC105677122, LOC105677192, LOC105677244, LOC105677248, LOC105677279, LOC105677291, LOC10
3, LOC105674014, LOC105674287, LOC105674360, LOC105674376, LOC105674429, LOC105674432, LOC105674460, LOC105674583, LOC105674584, LOC10

1, LOC105668862, LOC105668880, LOC105668881, LOC105668913, LOC105668914, LOC105668915, LOC105668917, LOC105668919, LOC105668925, LOC10
0, LOC105669582, LOC105669590, LOC105669591, LOC105669593, LOC105669594, LOC105669596, LOC105669599, LOC105669600, LOC105669778, LOC10
4, LOC105669215, LOC105669444, LOC105669456, LOC105669458, LOC105669469, LOC105669492, LOC105669534, LOC105669543, LOC105669562, LOC10



15677953, LOC105677968, LOC105678176, LOC105678632, LOC105678675, LOC105678710, LOC105678722, LOC105679090, LOC105679094, LOC10567921¢
15674641, LOC105675019, LOC105675163, LOC105675234, LOC105676027, LOC105676423, LOC105676477, LOC105676479, LOC105676519, LOC10567662:

15668941, LOC105668952, LOC105668955, LOC105668956, LOC105668961, LOC105668962, LOC105668964, LOC105668967, LOC105668977, LOC10566899:
15670031, LOC105670148, LOC105670149, LOC105670150, LOC105670153, LOC105670224, LOC105670262, LOC105670265, LOC105670267, LOC105670281
15669580, LOC105669591, LOC105669593, LOC105669596, LOC105669600, LOC105669686, LOC105669693, LOC105669694, LOC105669757, LOC10566976:



3, LOC105679351, LOC105679373, LOC105679398, LOC105679456, LOC105679530, LOC105679739, LOC105680065, LO
!, LOC105676653, LOC105676684, LOC105676900, LOC105677158, LOC105677192, LOC105677244, LOC105677248, LO

!, LOC105669013, LOC105669141, LOC105669157, LOC105669161, LOC105669176, LOC105669180, LOC105669187, LO
L, LOC105670284, LOC105670288, LOC105670289, LOC105670297, LOC105670301, LOC105670308, LOC105670328, LO
!, LOC105669778, LOC105669882, LOC105669909, LOC105669910, LOC105669911, LOC105669914, LOC105669933, LO



