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S10. 20 kbp genomic windows with the highest and lowest Tajima's D values of each supercolony and their overlaps.

Please note that Catalonia was excluded from this step.

LOWEST 1% SuperExactTest

Sample/Samples 20 kbp window Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native NW_012158064.1_10000, NW_012159690.1_30000, NW_012159760.1_30000, NW_012160022.1_10000, NW_012160181.1_110000, NW_012160181.1_30000, NW_012160181.1_50000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160197.1_10000, NW_012160197.1_30000, NW_012160212.1_90000, NW_012160219.1_30000, NW_012160233.1_110000, NW_012160233.1_130000, NW_012160234.1_10000, NW_012160234.1_50000, NW_012160304.1_10000, NW_012160304.1_50000, NW_012160320.1_50000, NW_012160329.1_10000, NW_012160333.1_90000, NW_012160336.1_30000, NW_012160342.1_10000, NW_012160348.1_170000, NW_012160371.1_10000, NW_012160371.1_90000, NW_012160374.1_10000, NW_012160388.1_210000, NW_012160400.1_10000, NW_012160400.1_30000, NW_012160400.1_50000, NW_012160409.1_50000, NW_012160433.1_10000, NW_012160511.1_50000, NW_012160515.1_70000, NW_012160538.1_70000, NW_012160540.1_150000, NW_012160546.1_50000, NW_012160550.1_10000, NW_012160586.1_10000, NW_012160586.1_150000, NW_012160594.1_10000, NW_012160595.1_210000, NW_012160597.1_1510000, NW_012160597.1_1530000, 1 95 NA NA NA NA

Chile NW_012158181.1_190000, NW_012158181.1_30000, NW_012158181.1_50000, NW_012158181.1_70000, NW_012158757.1_30000, NW_012158757.1_50000, NW_012159963.1_50000, NW_012159963.1_70000, NW_012160009.1_50000, NW_012160100.1_270000, NW_012160176.1_110000, NW_012160190.1_330000, NW_012160190.1_390000, NW_012160215.1_30000, NW_012160215.1_450000, NW_012160227.1_30000, NW_012160227.1_50000, NW_012160348.1_70000, NW_012160413.1_130000, NW_012160413.1_70000, NW_012160450.1_50000, NW_012160479.1_110000, NW_012160479.1_150000, NW_012160479.1_190000, NW_012160479.1_210000, NW_012160479.1_330000, NW_012160479.1_70000, NW_012160517.1_70000, NW_012160522.1_70000, NW_012160540.1_190000, NW_012160540.1_250000, NW_012160595.1_190000, NW_012160597.1_50000, NW_012160613.1_70000, NW_012160615.1_290000, NW_012160617.1_510000, NW_012160638.1_70000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160676.1_130000, NW_012160676.1_170000, NW_012160676.1_190000, NW_012160676.1_250000, NW_012160676.1_310000, NW_012160676.1_350000, NW_0121601 95 NA NA NA NA

Native & Chile NW_012160615.1_290000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160825.1_2300002 4 0.8223 4.8643 0.0092 0.0123

European Main NW_012159963.1_70000, NW_012160176.1_150000, NW_012160176.1_190000, NW_012160180.1_110000, NW_012160180.1_230000, NW_012160182.1_70000, NW_012160190.1_170000, NW_012160191.1_90000, NW_012160215.1_410000, NW_012160215.1_470000, NW_012160215.1_490000, NW_012160333.1_1010000, NW_012160333.1_1410000, NW_012160333.1_850000, NW_012160333.1_870000, NW_012160348.1_30000, NW_012160348.1_70000, NW_012160348.1_90000, NW_012160366.1_70000, NW_012160450.1_50000, NW_012160474.1_5690000, NW_012160479.1_110000, NW_012160479.1_150000, NW_012160479.1_190000, NW_012160479.1_390000, NW_012160479.1_70000, NW_012160479.1_90000, NW_012160522.1_70000, NW_012160595.1_130000, NW_012160597.1_1550000, NW_012160597.1_790000, NW_012160613.1_110000, NW_012160613.1_130000, NW_012160615.1_50000, NW_012160617.1_210000, NW_012160617.1_510000, NW_012160621.1_90000, NW_012160638.1_30000, NW_012160638.1_70000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160645.1_190000, NW_012160660.1_50000, NW_012160673.1_30000, NW_012160676.1_170000, NW1 94 NA NA NA NA

Native & European Main NW_012160182.1_70000, NW_012160641.1_170000, NW_012160641.1_1900002 3 0.8137 3.6870 0.0479 0.0479

European Main & Chile NW_012159963.1_70000, NW_012160348.1_70000, NW_012160450.1_50000, NW_012160479.1_110000, NW_012160479.1_150000, NW_012160479.1_190000, NW_012160479.1_70000, NW_012160522.1_70000, NW_012160617.1_510000, NW_012160638.1_70000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160676.1_170000, NW_012160706.1_150000, NW_012160708.1_30000, NW_012160741.1_110000, NW_012160741.1_230000, NW_012160741.1_330000, NW_012160763.1_230000, NW_012160763.1_250000, NW_012160763.1_390000, NW_012160824.1_710000, NW_012160828.1_1210000, NW_012160835.1_700002 24 0.8137 29.4961 0.0000 0.0000

All (Native, European Main & Chile) NW_012160641.1_170000, NW_012160641.1_1900003 2 0.0070 283.9645 0.0000 0.0000

LOWEST 5% SuperExactTest

Sample/Samples 20 kbp windows Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native NW_012158064.1_10000, NW_012158181.1_70000, NW_012158279.1_10000, NW_012158698.1_10000, NW_012158820.1_70000, NW_012159245.1_70000, NW_012159690.1_10000, NW_012159690.1_30000, NW_012159760.1_30000, NW_012159963.1_90000, NW_012159993.1_10000, NW_012160001.1_10000, NW_012160011.1_10000, NW_012160022.1_10000, NW_012160052.1_10000, NW_012160057.1_10000, NW_012160077.1_50000, NW_012160175.1_70000, NW_012160176.1_70000, NW_012160181.1_110000, NW_012160181.1_130000, NW_012160181.1_30000, NW_012160181.1_50000, NW_012160182.1_30000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160182.1_90000, NW_012160184.1_30000, NW_012160188.1_150000, NW_012160188.1_910000, NW_012160189.1_10000, NW_012160190.1_370000, NW_012160195.1_170000, NW_012160197.1_10000, NW_012160197.1_30000, NW_012160198.1_10000, NW_012160200.1_10000, NW_012160212.1_150000, NW_012160212.1_50000, NW_012160212.1_90000, NW_012160213.1_110000, NW_012160215.1_150000, NW_012160215.1_210000, NW_012160215.1_50000, NW_012160219.1_10000, NW_012160219.1_30000, NW1 471 NA NA NA NA

Chile NW_012158052.1_70000, NW_012158052.1_90000, NW_012158181.1_190000, NW_012158181.1_210000, NW_012158181.1_250000, NW_012158181.1_30000, NW_012158181.1_50000, NW_012158181.1_70000, NW_012158181.1_90000, NW_012158321.1_110000, NW_012158321.1_150000, NW_012158757.1_30000, NW_012158757.1_50000, NW_012159245.1_70000, NW_012159286.1_110000, NW_012159286.1_30000, NW_012159286.1_70000, NW_012159286.1_90000, NW_012159963.1_10000, NW_012159963.1_50000, NW_012159963.1_70000, NW_012159963.1_90000, NW_012160002.1_50000, NW_012160002.1_70000, NW_012160009.1_10000, NW_012160009.1_30000, NW_012160009.1_50000, NW_012160018.1_30000, NW_012160057.1_30000, NW_012160079.1_30000, NW_012160100.1_270000, NW_012160166.1_30000, NW_012160175.1_50000, NW_012160176.1_10000, NW_012160176.1_110000, NW_012160176.1_130000, NW_012160176.1_150000, NW_012160176.1_190000, NW_012160176.1_250000, NW_012160176.1_30000, NW_012160176.1_90000, NW_012160179.1_110000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160183.1_110000, NW_012160183.1_500001 474 NA NA NA NA

Native & Chile NW_012158181.1_70000, NW_012159245.1_70000, NW_012159963.1_90000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160215.1_210000, NW_012160215.1_50000, NW_012160219.1_10000, NW_012160388.1_70000, NW_012160400.1_10000, NW_012160450.1_50000, NW_012160515.1_70000, NW_012160548.1_170000, NW_012160595.1_210000, NW_012160611.1_190000, NW_012160613.1_10000, NW_012160613.1_110000, NW_012160613.1_70000, NW_012160615.1_10000, NW_012160615.1_190000, NW_012160615.1_290000, NW_012160615.1_310000, NW_012160617.1_210000, NW_012160617.1_430000, NW_012160621.1_70000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160641.1_210000, NW_012160641.1_50000, NW_012160660.1_310000, NW_012160665.1_110000, NW_012160665.1_250000, NW_012160667.1_230000, NW_012160676.1_610000, NW_012160676.1_670000, NW_012160676.1_710000, NW_012160682.1_390000, NW_012160706.1_190000, NW_012160706.1_310000, NW_012160707.1_70000, NW_012160708.1_90000, NW_012160741.1_110000, NW_012160741.1_230000, NW_012160741.1_290000, NW_012160751.1_50000, NW_012162 57 20.3421 2.8021 0.0000 0.0000

European Main NW_012158052.1_70000, NW_012159245.1_70000, NW_012159286.1_110000, NW_012159286.1_90000, NW_012159963.1_50000, NW_012159963.1_70000, NW_012159963.1_90000, NW_012160002.1_30000, NW_012160002.1_70000, NW_012160038.1_10000, NW_012160057.1_30000, NW_012160057.1_50000, NW_012160079.1_30000, NW_012160175.1_70000, NW_012160176.1_110000, NW_012160176.1_130000, NW_012160176.1_150000, NW_012160176.1_170000, NW_012160176.1_190000, NW_012160176.1_210000, NW_012160176.1_230000, NW_012160176.1_30000, NW_012160176.1_50000, NW_012160176.1_70000, NW_012160176.1_90000, NW_012160180.1_110000, NW_012160180.1_190000, NW_012160180.1_210000, NW_012160180.1_230000, NW_012160180.1_90000, NW_012160181.1_50000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160185.1_70000, NW_012160188.1_430000, NW_012160190.1_170000, NW_012160190.1_230000, NW_012160190.1_330000, NW_012160190.1_350000, NW_012160190.1_390000, NW_012160190.1_430000, NW_012160190.1_90000, NW_012160191.1_110000, NW_012160191.1_130000, NW_012160191.1_30000, NW_012160191.1 470 NA NA NA NA

Native & European Main NW_012159245.1_70000, NW_012159963.1_90000, NW_012160175.1_70000, NW_012160176.1_70000, NW_012160181.1_50000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160304.1_30000, NW_012160304.1_50000, NW_012160366.1_210000, NW_012160388.1_210000, NW_012160388.1_70000, NW_012160450.1_50000, NW_012160515.1_70000, NW_012160540.1_150000, NW_012160595.1_210000, NW_012160597.1_1550000, NW_012160597.1_1570000, NW_012160613.1_10000, NW_012160613.1_110000, NW_012160613.1_70000, NW_012160615.1_10000, NW_012160617.1_210000, NW_012160621.1_90000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160641.1_210000, NW_012160641.1_50000, NW_012160660.1_310000, NW_012160665.1_110000, NW_012160665.1_50000, NW_012160667.1_230000, NW_012160673.1_30000, NW_012160677.1_130000, NW_012160682.1_390000, NW_012160684.1_50000, NW_012160685.1_110000, NW_012160685.1_190000, NW_012160693.1_3910000, NW_012160693.1_3930000, NW_012160693.1_4050000, NW_012160693.1_4090000, NW_012160693.1_4250000, NW_012160693.1_990000, NW_012160706.1_190000, NW2 58 20.1704 2.8755 0.0000 0.0000

European Main & Chile NW_012158052.1_70000, NW_012159245.1_70000, NW_012159286.1_110000, NW_012159286.1_90000, NW_012159963.1_50000, NW_012159963.1_70000, NW_012159963.1_90000, NW_012160002.1_70000, NW_012160057.1_30000, NW_012160079.1_30000, NW_012160176.1_110000, NW_012160176.1_130000, NW_012160176.1_150000, NW_012160176.1_190000, NW_012160176.1_30000, NW_012160176.1_90000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160190.1_170000, NW_012160190.1_230000, NW_012160190.1_330000, NW_012160190.1_350000, NW_012160190.1_390000, NW_012160190.1_430000, NW_012160190.1_90000, NW_012160201.1_90000, NW_012160215.1_130000, NW_012160215.1_330000, NW_012160215.1_370000, NW_012160215.1_390000, NW_012160215.1_410000, NW_012160215.1_450000, NW_012160215.1_490000, NW_012160230.1_10000, NW_012160230.1_170000, NW_012160230.1_90000, NW_012160300.1_130000, NW_012160300.1_330000, NW_012160327.1_50000, NW_012160348.1_30000, NW_012160348.1_70000, NW_012160348.1_90000, NW_012160388.1_130000, NW_012160388.1_230000, NW_012160388.1_70000, NW_012160382 189 20.2989 9.3109 0.0000 0.0000

All (Native, European Main & Chile) NW_012159245.1_70000, NW_012159963.1_90000, NW_012160182.1_50000, NW_012160182.1_70000, NW_012160388.1_70000, NW_012160450.1_50000, NW_012160515.1_70000, NW_012160595.1_210000, NW_012160613.1_10000, NW_012160613.1_110000, NW_012160613.1_70000, NW_012160615.1_10000, NW_012160617.1_210000, NW_012160641.1_170000, NW_012160641.1_190000, NW_012160641.1_210000, NW_012160641.1_50000, NW_012160660.1_310000, NW_012160665.1_110000, NW_012160667.1_230000, NW_012160682.1_390000, NW_012160706.1_190000, NW_012160707.1_70000, NW_012160708.1_90000, NW_012160741.1_110000, NW_012160741.1_230000, NW_012160741.1_290000, NW_012160751.1_50000, NW_012160763.1_330000, NW_012160763.1_390000, NW_012160828.1_5100003 31 0.8711 35.5855 0.0000 0.0000

HIGHEST 1% SuperExactTest

Sample/Samples 20 kbp windows Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native NW_012158181.1_110000, NW_012158181.1_310000, NW_012158184.1_50000, NW_012158820.1_10000, NW_012160012.1_30000, NW_012160018.1_150000, NW_012160049.1_10000, NW_012160054.1_10000, NW_012160113.1_10000, NW_012160183.1_110000, NW_012160183.1_50000, NW_012160201.1_90000, NW_012160204.1_30000, NW_012160204.1_50000, NW_012160205.1_10000, NW_012160207.1_30000, NW_012160214.1_30000, NW_012160215.1_530000, NW_012160272.1_50000, NW_012160320.1_10000, NW_012160333.1_10000, NW_012160353.1_50000, NW_012160370.1_50000, NW_012160392.1_190000, NW_012160439.1_30000, NW_012160463.1_50000, NW_012160472.1_10000, NW_012160474.1_5450000, NW_012160475.1_10000, NW_012160484.1_10000, NW_012160514.1_3570000, NW_012160514.1_3610000, NW_012160517.1_170000, NW_012160522.1_90000, NW_012160542.1_110000, NW_012160543.1_10000, NW_012160566.1_10000, NW_012160570.1_50000, NW_012160574.1_70000, NW_012160588.1_10000, NW_012160592.1_30000, NW_012160595.1_30000, NW_012160595.1_50000, NW_012160607.1_10000, NW_012160610.1_50000, NW_012160614.1_300001 95 NA NA NA NA

Chile NW_012158220.1_90000, NW_012160012.1_30000, NW_012160054.1_10000, NW_012160188.1_330000, NW_012160209.1_470000, NW_012160333.1_10000, NW_012160353.1_50000, NW_012160363.1_30000, NW_012160392.1_190000, NW_012160396.1_30000, NW_012160418.1_2450000, NW_012160434.1_230000, NW_012160474.1_5450000, NW_012160509.1_50000, NW_012160514.1_1830000, NW_012160514.1_2350000, NW_012160516.1_410000, NW_012160540.1_230000, NW_012160555.1_10000, NW_012160562.1_530000, NW_012160562.1_610000, NW_012160562.1_70000, NW_012160578.1_1150000, NW_012160592.1_30000, NW_012160597.1_10000, NW_012160607.1_10000, NW_012160607.1_110000, NW_012160636.1_810000, NW_012160651.1_550000, NW_012160663.1_170000, NW_012160663.1_930000, NW_012160672.1_310000, NW_012160673.1_570000, NW_012160673.1_890000, NW_012160673.1_910000, NW_012160676.1_790000, NW_012160682.1_230000, NW_012160683.1_3310000, NW_012160688.1_290000, NW_012160693.1_250000, NW_012160693.1_4450000, NW_012160697.1_290000, NW_012160700.1_70000, NW_012160701.1_210000, NW_012160701.1_37001 95 NA NA NA NA

Native & Chile NW_012160012.1_30000, NW_012160054.1_10000, NW_012160333.1_10000, NW_012160353.1_50000, NW_012160392.1_190000, NW_012160474.1_5450000, NW_012160592.1_30000, NW_012160607.1_10000, NW_012160688.1_290000, NW_012160716.1_30000, NW_012160719.1_630000, NW_012160764.1_4290000, NW_012160825.1_990000, NW_012160827.1_110000, NW_012160828.1_190000, NW_012160845.1_1010000, NW_012160845.1_3300002 17 0.8223 20.6731 0.0000 0.0000

European Main NW_012158052.1_130000, NW_012160009.1_10000, NW_012160009.1_50000, NW_012160012.1_30000, NW_012160332.1_110000, NW_012160333.1_2070000, NW_012160333.1_2570000, NW_012160363.1_30000, NW_012160363.1_50000, NW_012160388.1_10000, NW_012160418.1_1250000, NW_012160418.1_1490000, NW_012160418.1_1570000, NW_012160418.1_1590000, NW_012160418.1_1870000, NW_012160418.1_2930000, NW_012160418.1_3050000, NW_012160418.1_930000, NW_012160474.1_5450000, NW_012160474.1_5770000, NW_012160516.1_430000, NW_012160516.1_630000, NW_012160517.1_670000, NW_012160517.1_830000, NW_012160522.1_250000, NW_012160540.1_230000, NW_012160588.1_10000, NW_012160627.1_170000, NW_012160627.1_290000, NW_012160627.1_50000, NW_012160645.1_90000, NW_012160659.1_30000, NW_012160661.1_170000, NW_012160661.1_190000, NW_012160661.1_50000, NW_012160664.1_970000, NW_012160671.1_110000, NW_012160671.1_130000, NW_012160671.1_250000, NW_012160671.1_270000, NW_012160671.1_350000, NW_012160673.1_310000, NW_012160673.1_370000, NW_012160681.1_370000, NW_0121606851 94 NA NA NA NA

Native & European Main NW_012160012.1_30000, NW_012160474.1_5450000, NW_012160588.1_10000, NW_012160716.1_30000, NW_012160764.1_4290000, NW_012160781.1_50000, NW_012160845.1_3300002 7 0.8137 8.6030 0.0000 0.0000

European Main & Chile NW_012160012.1_30000, NW_012160363.1_30000, NW_012160474.1_5450000, NW_012160540.1_230000, NW_012160716.1_30000, NW_012160764.1_4290000, NW_012160828.1_330000, NW_012160845.1_3300002 8 0.8137 9.8320 0.0000 0.0000

All (Native, European Main & Chile) NW_012160012.1_30000, NW_012160474.1_5450000, NW_012160716.1_30000, NW_012160764.1_4290000, NW_012160845.1_3300003 5 0.0070 709.9112 0.0000 0.0000

HIGHEST 5% SuperExactTest

Sample/Samples 20 kbp windows Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native NW_012158181.1_110000, NW_012158181.1_130000, NW_012158181.1_270000, NW_012158181.1_310000, NW_012158184.1_50000, NW_012158321.1_30000, NW_012158757.1_30000, NW_012158820.1_10000, NW_012159411.1_10000, NW_012159963.1_10000, NW_012159963.1_50000, NW_012159982.1_10000, NW_012159995.1_10000, NW_012160012.1_30000, NW_012160018.1_110000, NW_012160018.1_150000, NW_012160032.1_10000, NW_012160038.1_30000, NW_012160049.1_10000, NW_012160054.1_10000, NW_012160062.1_10000, NW_012160080.1_30000, NW_012160113.1_10000, NW_012160166.1_70000, NW_012160177.1_30000, NW_012160183.1_110000, NW_012160183.1_50000, NW_012160183.1_90000, NW_012160188.1_750000, NW_012160190.1_230000, NW_012160192.1_10000, NW_012160193.1_230000, NW_012160193.1_350000, NW_012160193.1_470000, NW_012160201.1_110000, NW_012160201.1_90000, NW_012160204.1_30000, NW_012160204.1_50000, NW_012160205.1_10000, NW_012160207.1_30000, NW_012160211.1_10000, NW_012160212.1_270000, NW_012160213.1_170000, NW_012160214.1_10000, NW_012160214.1_30000, NW_012160215.1_45001 471 NA NA NA NA

Chile NW_012158220.1_90000, NW_012158422.1_10000, NW_012158820.1_10000, NW_012158820.1_130000, NW_012158820.1_170000, NW_012159982.1_10000, NW_012160012.1_30000, NW_012160054.1_10000, NW_012160100.1_230000, NW_012160113.1_10000, NW_012160166.1_10000, NW_012160180.1_50000, NW_012160181.1_90000, NW_012160185.1_50000, NW_012160188.1_230000, NW_012160188.1_330000, NW_012160188.1_370000, NW_012160188.1_430000, NW_012160188.1_550000, NW_012160188.1_570000, NW_012160188.1_630000, NW_012160188.1_710000, NW_012160188.1_850000, NW_012160188.1_90000, NW_012160193.1_550000, NW_012160209.1_310000, NW_012160209.1_470000, NW_012160209.1_490000, NW_012160209.1_90000, NW_012160210.1_90000, NW_012160212.1_70000, NW_012160215.1_550000, NW_012160220.1_150000, NW_012160220.1_30000, NW_012160221.1_10000, NW_012160222.1_150000, NW_012160222.1_70000, NW_012160223.1_70000, NW_012160272.1_50000, NW_012160332.1_370000, NW_012160333.1_10000, NW_012160333.1_1310000, NW_012160333.1_1370000, NW_012160333.1_1570000, NW_012160333.1_1650000, NW_0121 474 NA NA NA NA

Native & Chile NW_012158820.1_10000, NW_012159982.1_10000, NW_012160012.1_30000, NW_012160054.1_10000, NW_012160113.1_10000, NW_012160272.1_50000, NW_012160333.1_10000, NW_012160353.1_50000, NW_012160370.1_30000, NW_012160392.1_190000, NW_012160396.1_30000, NW_012160474.1_5450000, NW_012160562.1_670000, NW_012160592.1_30000, NW_012160597.1_10000, NW_012160597.1_1290000, NW_012160607.1_10000, NW_012160607.1_110000, NW_012160614.1_30000, NW_012160615.1_230000, NW_012160635.1_150000, NW_012160663.1_1130000, NW_012160668.1_670000, NW_012160676.1_790000, NW_012160683.1_250000, NW_012160688.1_290000, NW_012160716.1_30000, NW_012160717.1_450000, NW_012160719.1_630000, NW_012160719.1_70000, NW_012160723.1_350000, NW_012160727.1_510000, NW_012160737.1_30000, NW_012160739.1_170000, NW_012160739.1_90000, NW_012160744.1_4510000, NW_012160744.1_4710000, NW_012160747.1_710000, NW_012160754.1_1390000, NW_012160764.1_2790000, NW_012160764.1_290000, NW_012160764.1_4290000, NW_012160777.1_3250000, NW_012160781.1_50000, NW_012160815.1_21900002 55 20.3421 2.7038 0.0000 0.0000

European Main NW_012158052.1_130000, NW_012158820.1_10000, NW_012159997.1_50000, NW_012160009.1_10000, NW_012160009.1_30000, NW_012160009.1_50000, NW_012160012.1_30000, NW_012160018.1_150000, NW_012160018.1_30000, NW_012160180.1_330000, NW_012160180.1_430000, NW_012160180.1_450000, NW_012160180.1_490000, NW_012160180.1_690000, NW_012160188.1_690000, NW_012160209.1_290000, NW_012160209.1_330000, NW_012160210.1_130000, NW_012160223.1_270000, NW_012160223.1_330000, NW_012160223.1_50000, NW_012160332.1_110000, NW_012160332.1_250000, NW_012160333.1_2070000, NW_012160333.1_2290000, NW_012160333.1_2570000, NW_012160338.1_90000, NW_012160344.1_930000, NW_012160363.1_30000, NW_012160363.1_50000, NW_012160366.1_110000, NW_012160385.1_270000, NW_012160385.1_310000, NW_012160388.1_10000, NW_012160390.1_510000, NW_012160412.1_250000, NW_012160412.1_30000, NW_012160412.1_330000, NW_012160414.1_70000, NW_012160418.1_1070000, NW_012160418.1_1250000, NW_012160418.1_1290000, NW_012160418.1_1330000, NW_012160418.1_1410000, NW_012160418.1_1471 470 NA NA NA NA

Native & European Main NW_012158820.1_10000, NW_012160012.1_30000, NW_012160018.1_150000, NW_012160366.1_110000, NW_012160418.1_1250000, NW_012160418.1_1630000, NW_012160439.1_30000, NW_012160474.1_3430000, NW_012160474.1_5450000, NW_012160514.1_2710000, NW_012160516.1_310000, NW_012160562.1_670000, NW_012160588.1_10000, NW_012160607.1_110000, NW_012160671.1_310000, NW_012160689.1_630000, NW_012160716.1_30000, NW_012160719.1_630000, NW_012160737.1_30000, NW_012160744.1_3790000, NW_012160744.1_3810000, NW_012160744.1_4510000, NW_012160744.1_4710000, NW_012160747.1_710000, NW_012160748.1_150000, NW_012160754.1_1390000, NW_012160764.1_4290000, NW_012160770.1_230000, NW_012160781.1_50000, NW_012160816.1_270000, NW_012160818.1_110000, NW_012160827.1_110000, NW_012160828.1_190000, NW_012160832.1_1750000, NW_012160832.1_2250000, NW_012160836.1_1150000, NW_012160840.1_570000, NW_012160841.1_1150000, NW_012160845.1_3300002 39 20.1704 1.9335 0.0001 0.0001

European Main & Chile NW_012158820.1_10000, NW_012160012.1_30000, NW_012160344.1_930000, NW_012160363.1_30000, NW_012160418.1_1710000, NW_012160474.1_5450000, NW_012160474.1_5790000, NW_012160516.1_410000, NW_012160516.1_430000, NW_012160516.1_650000, NW_012160540.1_230000, NW_012160562.1_530000, NW_012160562.1_670000, NW_012160607.1_110000, NW_012160615.1_710000, NW_012160615.1_730000, NW_012160673.1_570000, NW_012160673.1_890000, NW_012160673.1_910000, NW_012160683.1_1430000, NW_012160693.1_1110000, NW_012160701.1_230000, NW_012160716.1_30000, NW_012160719.1_630000, NW_012160731.1_110000, NW_012160731.1_1370000, NW_012160731.1_1450000, NW_012160731.1_770000, NW_012160732.1_970000, NW_012160737.1_30000, NW_012160744.1_1230000, NW_012160744.1_4370000, NW_012160744.1_4430000, NW_012160744.1_4510000, NW_012160744.1_4610000, NW_012160744.1_4710000, NW_012160747.1_710000, NW_012160748.1_1070000, NW_012160754.1_1390000, NW_012160754.1_150000, NW_012160754.1_330000, NW_012160754.1_350000, NW_012160754.1_530000, NW_012160754.1_550000, NW2 59 20.2989 2.9066 0.0000 0.0000

All (Native, European Main & Chile) NW_012158820.1_10000, NW_012160012.1_30000, NW_012160474.1_5450000, NW_012160562.1_670000, NW_012160607.1_110000, NW_012160716.1_30000, NW_012160719.1_630000, NW_012160737.1_30000, NW_012160744.1_4510000, NW_012160744.1_4710000, NW_012160747.1_710000, NW_012160754.1_1390000, NW_012160764.1_4290000, NW_012160781.1_50000, NW_012160827.1_110000, NW_012160828.1_190000, NW_012160832.1_1750000, NW_012160841.1_1150000, NW_012160845.1_3300003 19 0.8711 21.8105 0.0000 0.0000



S10. Genes with the highest and lowest Tajima's D values of each supercolony and their overlaps.

Please note that Catalonia was excluded from this step.

LOWEST  1% SuperExactTest

Sample/Samples Genes Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native LOC105667306, LOC105667345, LOC105667391, LOC105667420, LOC105667538, LOC105667957, LOC105668015, LOC105668098, LOC105668125, LOC105668323, LOC105668351, LOC105668509, LOC105668544, LOC105668581, LOC105668651, LOC105668694, LOC105668751, LOC105668762, LOC105669005, LOC105669022, LOC105669047, LOC105669112, LOC105669249, LOC105669262, LOC105669289, LOC105669334, LOC105669365, LOC105669421, LOC105669502, LOC105669530, LOC105669696, LOC105669793, LOC105669796, LOC105669857, LOC105669939, LOC105670206, LOC105670520, LOC105670612, LOC105670687, LOC105670697, LOC105670748, LOC105670759, LOC105670996, LOC105671110, LOC105671232, LOC105671269, LOC105671431, LOC105671493, LOC105671509, LOC105671844, LOC105672260, LOC105672386, LOC105672782, LOC105672989, LOC105673106, LOC105673307, LOC105673475, LOC105673510, LOC105673531, LOC105673842, LOC105673880, LOC105674337, LOC105674412, LOC105674514, LOC105674603, LOC105674649, LOC105674983, LOC105675014, LOC105675228, LOC105675374, LOC105675376, LOC105675470, LOC105675538, LO1 110 NA NA NA NA

Chile LOC105667323, LOC105667326, LOC105667335, LOC105667346, LOC105667354, LOC105667492, LOC105667519, LOC105667666, LOC105667685, LOC105667691, LOC105667897, LOC105668179, LOC105668181, LOC105668540, LOC105668658, LOC105668741, LOC105668761, LOC105668854, LOC105668915, LOC105668954, LOC105668964, LOC105668970, LOC105668997, LOC105669026, LOC105669060, LOC105669182, LOC105669261, LOC105669444, LOC105669565, LOC105669672, LOC105669680, LOC105669693, LOC105669787, LOC105669802, LOC105669819, LOC105669858, LOC105669914, LOC105670059, LOC105670065, LOC105670115, LOC105670200, LOC105670417, LOC105670510, LOC105670559, LOC105670656, LOC105670807, LOC105670843, LOC105670959, LOC105670963, LOC105671056, LOC105671064, LOC105671292, LOC105671363, LOC105671451, LOC105671698, LOC105671759, LOC105672004, LOC105672709, LOC105672751, LOC105672848, LOC105672900, LOC105672937, LOC105673307, LOC105673442, LOC105673971, LOC105674290, LOC105675232, LOC105675233, LOC105675242, LOC105675250, LOC105675257, LOC105675258, LOC105675834, LO1 110 NA NA NA NA

Native & Chile LOC105673307, LOC105677875, LOC1056800832 3 1.1025 2.7211 0.0982 0.0982

European Main LOC105667304, LOC105667346, LOC105667452, LOC105667462, LOC105667492, LOC105667493, LOC105667551, LOC105668645, LOC105668761, LOC105668997, LOC105669127, LOC105669130, LOC105669134, LOC105669444, LOC105669455, LOC105669497, LOC105669539, LOC105669546, LOC105669549, LOC105669567, LOC105669568, LOC105669582, LOC105669599, LOC105669672, LOC105669680, LOC105669693, LOC105669914, LOC105669939, LOC105669987, LOC105670065, LOC105670079, LOC105670081, LOC105670172, LOC105670200, LOC105670206, LOC105670280, LOC105670435, LOC105670447, LOC105670452, LOC105670510, LOC105670941, LOC105670993, LOC105671060, LOC105671302, LOC105671387, LOC105671478, LOC105671981, LOC105672068, LOC105672163, LOC105672164, LOC105672192, LOC105672194, LOC105672221, LOC105672277, LOC105672714, LOC105672739, LOC105672751, LOC105672805, LOC105672811, LOC105672885, LOC105672900, LOC105672908, LOC105672921, LOC105672937, LOC105672946, LOC105672950, LOC105673149, LOC105673369, LOC105673416, LOC105673480, LOC105673785, LOC105673811, LOC105674152, LO1 109 NA NA NA NA

Native & European Main LOC105669939, LOC105670206, LOC105675470, LOC105675953, LOC105678639, LOC105679474, LOC1056801732 7 1.0925 6.4074 0.0001 0.0002

European Main & Chile LOC105667346, LOC105667492, LOC105668761, LOC105668997, LOC105669444, LOC105669672, LOC105669680, LOC105669693, LOC105669914, LOC105670065, LOC105670200, LOC105670510, LOC105672751, LOC105672900, LOC105672937, LOC105675232, LOC105675233, LOC105675242, LOC105675250, LOC105675257, LOC105678045, LOC105678369, LOC105678376, LOC1056794372 24 1.0925 21.9683 0.0000 0.0000

All (Native, European Main & Chile) - 3 0 0.0109 0.0000 1.0000 1.0000

LOWEST 5% SuperExactTest

Sample/Samples Genes Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native LOC105667287, LOC105667304, LOC105667306, LOC105667336, LOC105667344, LOC105667345, LOC105667348, LOC105667350, LOC105667391, LOC105667414, LOC105667420, LOC105667435, LOC105667515, LOC105667538, LOC105667545, LOC105667546, LOC105667547, LOC105667552, LOC105667725, LOC105667867, LOC105667889, LOC105667904, LOC105667952, LOC105667955, LOC105667957, LOC105668015, LOC105668028, LOC105668037, LOC105668048, LOC105668054, LOC105668063, LOC105668098, LOC105668100, LOC105668104, LOC105668109, LOC105668125, LOC105668169, LOC105668322, LOC105668323, LOC105668332, LOC105668351, LOC105668368, LOC105668391, LOC105668395, LOC105668462, LOC105668509, LOC105668522, LOC105668544, LOC105668554, LOC105668557, LOC105668558, LOC105668561, LOC105668579, LOC105668581, LOC105668623, LOC105668643, LOC105668651, LOC105668670, LOC105668679, LOC105668694, LOC105668715, LOC105668735, LOC105668740, LOC105668741, LOC105668742, LOC105668744, LOC105668745, LOC105668746, LOC105668750, LOC105668751, LOC105668762, LOC105668839, LOC105668887, LO1 547 NA NA NA NA

Chile LOC105667306, LOC105667319, LOC105667320, LOC105667323, LOC105667326, LOC105667327, LOC105667335, LOC105667346, LOC105667354, LOC105667391, LOC105667444, LOC105667492, LOC105667512, LOC105667513, LOC105667519, LOC105667537, LOC105667576, LOC105667615, LOC105667666, LOC105667682, LOC105667683, LOC105667684, LOC105667685, LOC105667687, LOC105667691, LOC105667693, LOC105667700, LOC105667707, LOC105667734, LOC105667763, LOC105667764, LOC105667767, LOC105667778, LOC105667779, LOC105667804, LOC105667826, LOC105667850, LOC105667866, LOC105667897, LOC105667933, LOC105667953, LOC105667954, LOC105668041, LOC105668048, LOC105668109, LOC105668125, LOC105668149, LOC105668172, LOC105668179, LOC105668180, LOC105668181, LOC105668183, LOC105668236, LOC105668245, LOC105668313, LOC105668314, LOC105668351, LOC105668419, LOC105668421, LOC105668446, LOC105668525, LOC105668529, LOC105668531, LOC105668533, LOC105668537, LOC105668538, LOC105668540, LOC105668556, LOC105668610, LOC105668633, LOC105668658, LOC105668673, LOC105668741, LO1 548 NA NA NA NA

Native & Chile LOC105667306, LOC105667391, LOC105668048, LOC105668109, LOC105668125, LOC105668351, LOC105668741, LOC105668742, LOC105669022, LOC105669047, LOC105669364, LOC105669365, LOC105669415, LOC105669475, LOC105669565, LOC105669693, LOC105669703, LOC105669822, LOC105669899, LOC105669939, LOC105670117, LOC105670200, LOC105670206, LOC105670390, LOC105670417, LOC105670510, LOC105670589, LOC105670759, LOC105670843, LOC105670844, LOC105671506, LOC105671529, LOC105671646, LOC105671879, LOC105673219, LOC105673307, LOC105673510, LOC105673531, LOC105673834, LOC105674286, LOC105675257, LOC105675596, LOC105675782, LOC105675822, LOC105676621, LOC105677077, LOC105677875, LOC105677954, LOC105678326, LOC105678639, LOC105678996, LOC105679302, LOC105679415, LOC105679437, LOC105679471, LOC105679474, LOC105679536, LOC105679562, LOC105679591, LOC105679616, LOC105680058, LOC105680083, LOC1056801322 63 27.3126 2.3066 0.0000 0.0000

European Main LOC105667304, LOC105667346, LOC105667452, LOC105667462, LOC105667492, LOC105667493, LOC105667494, LOC105667499, LOC105667503, LOC105667512, LOC105667540, LOC105667551, LOC105667787, LOC105668015, LOC105668016, LOC105668083, LOC105668093, LOC105668109, LOC105668125, LOC105668269, LOC105668351, LOC105668356, LOC105668396, LOC105668398, LOC105668430, LOC105668436, LOC105668466, LOC105668492, LOC105668529, LOC105668531, LOC105668533, LOC105668537, LOC105668538, LOC105668540, LOC105668541, LOC105668589, LOC105668620, LOC105668623, LOC105668626, LOC105668631, LOC105668632, LOC105668633, LOC105668645, LOC105668707, LOC105668754, LOC105668761, LOC105668860, LOC105668964, LOC105668991, LOC105668997, LOC105669001, LOC105669047, LOC105669056, LOC105669060, LOC105669105, LOC105669127, LOC105669130, LOC105669133, LOC105669134, LOC105669143, LOC105669148, LOC105669269, LOC105669273, LOC105669289, LOC105669359, LOC105669365, LOC105669388, LOC105669405, LOC105669435, LOC105669436, LOC105669444, LOC105669455, LOC105669463, LO1 545 NA NA NA NA

Native & European Main LOC105667304, LOC105668015, LOC105668109, LOC105668125, LOC105668351, LOC105668623, LOC105668991, LOC105669047, LOC105669148, LOC105669289, LOC105669365, LOC105669388, LOC105669517, LOC105669546, LOC105669693, LOC105669697, LOC105669703, LOC105669716, LOC105669939, LOC105670079, LOC105670200, LOC105670206, LOC105670417, LOC105670510, LOC105670682, LOC105670969, LOC105670993, LOC105671324, LOC105671529, LOC105672892, LOC105673510, LOC105673519, LOC105674286, LOC105674564, LOC105674578, LOC105675257, LOC105675470, LOC105675822, LOC105675953, LOC105676681, LOC105677875, LOC105678078, LOC105678378, LOC105678639, LOC105679080, LOC105679282, LOC105679306, LOC105679437, LOC105679471, LOC105679474, LOC105679477, LOC105679531, LOC105679562, LOC105680052, LOC105680083, LOC1056801732 56 27.1631 2.0616 0.0000 0.0000

European Main & Chile LOC105667346, LOC105667492, LOC105667512, LOC105668109, LOC105668125, LOC105668351, LOC105668529, LOC105668531, LOC105668533, LOC105668537, LOC105668538, LOC105668540, LOC105668633, LOC105668761, LOC105668964, LOC105668997, LOC105669001, LOC105669047, LOC105669060, LOC105669105, LOC105669127, LOC105669133, LOC105669143, LOC105669365, LOC105669444, LOC105669455, LOC105669463, LOC105669514, LOC105669568, LOC105669672, LOC105669680, LOC105669690, LOC105669693, LOC105669703, LOC105669839, LOC105669909, LOC105669912, LOC105669914, LOC105669919, LOC105669939, LOC105670059, LOC105670065, LOC105670081, LOC105670172, LOC105670200, LOC105670206, LOC105670279, LOC105670338, LOC105670411, LOC105670417, LOC105670510, LOC105670559, LOC105670586, LOC105670707, LOC105670959, LOC105670981, LOC105671060, LOC105671064, LOC105671170, LOC105671451, LOC105671478, LOC105671529, LOC105672378, LOC105672672, LOC105672709, LOC105672732, LOC105672750, LOC105672751, LOC105672755, LOC105672801, LOC105672803, LOC105672811, LOC105672885, LO2 139 27.2128 5.1079 0.0000 0.0000

All (Native, European Main & Chile)LOC105668109, LOC105668125, LOC105668351, LOC105669047, LOC105669365, LOC105669693, LOC105669703, LOC105669939, LOC105670200, LOC105670206, LOC105670417, LOC105670510, LOC105671529, LOC105673510, LOC105674286, LOC105675257, LOC105675822, LOC105677875, LOC105678639, LOC105679437, LOC105679471, LOC105679474, LOC105679562, LOC1056800833 24 1.3563 17.6952 0.0000 0.0000

HIGHEST 1% SuperExactTest

Sample/Samples Genes Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native LOC105667314, LOC105667440, LOC105667464, LOC105667467, LOC105667482, LOC105667493, LOC105667533, LOC105667541, LOC105667593, LOC105667638, LOC105667874, LOC105667921, LOC105668074, LOC105668157, LOC105668244, LOC105668519, LOC105668603, LOC105668977, LOC105669008, LOC105669031, LOC105669063, LOC105669163, LOC105669279, LOC105669280, LOC105669312, LOC105669369, LOC105669449, LOC105669641, LOC105669707, LOC105669785, LOC105669828, LOC105669869, LOC105669881, LOC105669932, LOC105670014, LOC105670084, LOC105670330, LOC105670334, LOC105670335, LOC105670343, LOC105670485, LOC105670942, LOC105671592, LOC105672029, LOC105672056, LOC105672265, LOC105672373, LOC105672724, LOC105672835, LOC105672907, LOC105673167, LOC105673177, LOC105673461, LOC105673470, LOC105673705, LOC105673823, LOC105673995, LOC105674185, LOC105674203, LOC105674205, LOC105674471, LOC105674718, LOC105674860, LOC105674865, LOC105675239, LOC105675264, LOC105675321, LOC105675333, LOC105675344, LOC105675409, LOC105675502, LOC105675849, LOC105675906, LO1 110 NA NA NA NA

Chile LOC105667324, LOC105667482, LOC105667593, LOC105667741, LOC105667930, LOC105668040, LOC105668074, LOC105668132, LOC105668194, LOC105668218, LOC105668244, LOC105668321, LOC105668322, LOC105668603, LOC105668626, LOC105668864, LOC105668921, LOC105668945, LOC105669031, LOC105669099, LOC105669121, LOC105669123, LOC105669160, LOC105669174, LOC105669209, LOC105669250, LOC105669297, LOC105669312, LOC105669342, LOC105669362, LOC105669490, LOC105669714, LOC105669853, LOC105670064, LOC105670291, LOC105670540, LOC105670541, LOC105670819, LOC105670854, LOC105671163, LOC105671186, LOC105671242, LOC105671244, LOC105671306, LOC105671381, LOC105671553, LOC105671685, LOC105671815, LOC105672161, LOC105672373, LOC105672858, LOC105673167, LOC105673177, LOC105673304, LOC105673461, LOC105673470, LOC105673479, LOC105673490, LOC105673501, LOC105673502, LOC105673504, LOC105673548, LOC105673739, LOC105673749, LOC105674056, LOC105674714, LOC105674718, LOC105674860, LOC105674922, LOC105675069, LOC105675264, LOC105675300, LOC105675363, LO1 110 NA NA NA NA

Native & Chile LOC105667482, LOC105667593, LOC105668074, LOC105668244, LOC105668603, LOC105669031, LOC105669312, LOC105672373, LOC105673167, LOC105673177, LOC105673461, LOC105673470, LOC105674718, LOC105674860, LOC105675264, LOC105675409, LOC105676869, LOC105677296, LOC105677895, LOC105678013, LOC105678032, LOC105679122, LOC105679267, LOC105679434, LOC105679905, LOC105679906, LOC105680057, LOC1056800692 28 1.1025 25.3967 0.0000 0.0000

European Main LOC105667325, LOC105667482, LOC105667741, LOC105667760, LOC105667794, LOC105667852, LOC105667930, LOC105668085, LOC105668200, LOC105668241, LOC105668244, LOC105668282, LOC105668859, LOC105668864, LOC105668921, LOC105668945, LOC105669031, LOC105669063, LOC105669099, LOC105669312, LOC105669373, LOC105669480, LOC105669490, LOC105669509, LOC105669714, LOC105669791, LOC105669834, LOC105669860, LOC105669932, LOC105670089, LOC105670233, LOC105670234, LOC105670485, LOC105670608, LOC105670656, LOC105670754, LOC105670810, LOC105670819, LOC105670833, LOC105671262, LOC105671614, LOC105671780, LOC105671815, LOC105671852, LOC105672373, LOC105672721, LOC105672819, LOC105672879, LOC105672965, LOC105673166, LOC105673177, LOC105673204, LOC105673256, LOC105673304, LOC105673461, LOC105673470, LOC105673473, LOC105674023, LOC105674085, LOC105674185, LOC105674327, LOC105674386, LOC105674403, LOC105674570, LOC105674718, LOC105674842, LOC105675099, LOC105675300, LOC105675409, LOC105675847, LOC105675906, LOC105676173, LOC105676174, LO1 109 NA NA NA NA

Native & European Main LOC105667482, LOC105668244, LOC105669031, LOC105669063, LOC105669312, LOC105669932, LOC105670485, LOC105672373, LOC105673177, LOC105673461, LOC105673470, LOC105674185, LOC105674718, LOC105675409, LOC105675906, LOC105676718, LOC105677296, LOC105678013, LOC105678032, LOC105679122, LOC105679267, LOC105679434, LOC105679933, LOC1056800692 24 1.0925 21.9683 0.0000 0.0000

European Main & Chile LOC105667482, LOC105667741, LOC105667930, LOC105668244, LOC105668864, LOC105668921, LOC105668945, LOC105669031, LOC105669099, LOC105669312, LOC105669490, LOC105669714, LOC105670819, LOC105671815, LOC105672373, LOC105673177, LOC105673304, LOC105673461, LOC105673470, LOC105674718, LOC105675300, LOC105675409, LOC105676832, LOC105677296, LOC105678013, LOC105678032, LOC105679122, LOC105679267, LOC105679308, LOC105679309, LOC105679434, LOC1056800692 32 1.0925 29.2911 0.0000 0.0000

All (Native, European Main & Chile)LOC105667482, LOC105668244, LOC105669031, LOC105669312, LOC105672373, LOC105673177, LOC105673461, LOC105673470, LOC105674718, LOC105675409, LOC105677296, LOC105678013, LOC105678032, LOC105679122, LOC105679267, LOC105679434, LOC1056800693 17 0.0109 1552.5518 0.0000 0.0000

HIGHEST 5% SuperExactTest

Sample/Samples Genes Degree Observed.Overlap Expected.Overlap FE P.value BH-adj. Pval

Native LOC105667294, LOC105667314, LOC105667321, LOC105667324, LOC105667342, LOC105667404, LOC105667416, LOC105667430, LOC105667440, LOC105667441, LOC105667444, LOC105667446, LOC105667452, LOC105667456, LOC105667459, LOC105667464, LOC105667467, LOC105667468, LOC105667475, LOC105667481, LOC105667482, LOC105667493, LOC105667495, LOC105667496, LOC105667497, LOC105667533, LOC105667541, LOC105667554, LOC105667566, LOC105667586, LOC105667589, LOC105667593, LOC105667638, LOC105667874, LOC105667921, LOC105667925, LOC105667930, LOC105667985, LOC105668040, LOC105668050, LOC105668067, LOC105668074, LOC105668078, LOC105668095, LOC105668096, LOC105668097, LOC105668108, LOC105668120, LOC105668124, LOC105668132, LOC105668153, LOC105668157, LOC105668159, LOC105668189, LOC105668209, LOC105668225, LOC105668244, LOC105668292, LOC105668401, LOC105668421, LOC105668436, LOC105668472, LOC105668489, LOC105668504, LOC105668508, LOC105668519, LOC105668524, LOC105668574, LOC105668580, LOC105668596, LOC105668603, LOC105668627, LOC105668658, LO1 547 NA NA NA NA

Chile LOC105667317, LOC105667324, LOC105667357, LOC105667362, LOC105667402, LOC105667404, LOC105667446, LOC105667466, LOC105667482, LOC105667533, LOC105667543, LOC105667586, LOC105667593, LOC105667722, LOC105667731, LOC105667741, LOC105667743, LOC105667784, LOC105667805, LOC105667891, LOC105667921, LOC105667930, LOC105667986, LOC105668006, LOC105668027, LOC105668040, LOC105668062, LOC105668074, LOC105668097, LOC105668132, LOC105668157, LOC105668194, LOC105668214, LOC105668218, LOC105668219, LOC105668244, LOC105668321, LOC105668322, LOC105668442, LOC105668475, LOC105668489, LOC105668506, LOC105668519, LOC105668589, LOC105668603, LOC105668626, LOC105668627, LOC105668657, LOC105668690, LOC105668743, LOC105668794, LOC105668809, LOC105668863, LOC105668864, LOC105668891, LOC105668895, LOC105668896, LOC105668911, LOC105668916, LOC105668921, LOC105668940, LOC105668945, LOC105669014, LOC105669027, LOC105669031, LOC105669049, LOC105669063, LOC105669099, LOC105669109, LOC105669121, LOC105669123, LOC105669159, LOC105669160, LO1 548 NA NA NA NA

Native & Chile LOC105667324, LOC105667404, LOC105667446, LOC105667482, LOC105667533, LOC105667586, LOC105667593, LOC105667921, LOC105667930, LOC105668040, LOC105668074, LOC105668097, LOC105668132, LOC105668157, LOC105668244, LOC105668489, LOC105668519, LOC105668603, LOC105668627, LOC105669031, LOC105669063, LOC105669109, LOC105669250, LOC105669312, LOC105669373, LOC105669380, LOC105669383, LOC105669586, LOC105669636, LOC105669785, LOC105669897, LOC105669932, LOC105670084, LOC105670291, LOC105670330, LOC105670683, LOC105670895, LOC105670972, LOC105671080, LOC105671592, LOC105671731, LOC105671815, LOC105672373, LOC105672735, LOC105672742, LOC105672858, LOC105672907, LOC105673167, LOC105673177, LOC105673246, LOC105673304, LOC105673461, LOC105673464, LOC105673470, LOC105673690, LOC105674185, LOC105674223, LOC105674252, LOC105674471, LOC105674631, LOC105674714, LOC105674718, LOC105674754, LOC105674771, LOC105674860, LOC105674922, LOC105675113, LOC105675264, LOC105675300, LOC105675409, LOC105675502, LOC105675724, LOC105675731, LO2 111 27.3126 4.0641 0.0000 0.0000

European Main LOC105667295, LOC105667323, LOC105667325, LOC105667382, LOC105667389, LOC105667402, LOC105667404, LOC105667467, LOC105667482, LOC105667533, LOC105667582, LOC105667586, LOC105667593, LOC105667606, LOC105667639, LOC105667702, LOC105667714, LOC105667725, LOC105667729, LOC105667731, LOC105667741, LOC105667750, LOC105667756, LOC105667757, LOC105667760, LOC105667783, LOC105667794, LOC105667809, LOC105667810, LOC105667816, LOC105667852, LOC105667855, LOC105667856, LOC105667857, LOC105667859, LOC105667865, LOC105667880, LOC105667906, LOC105667921, LOC105667930, LOC105667970, LOC105667986, LOC105667996, LOC105668040, LOC105668053, LOC105668074, LOC105668078, LOC105668079, LOC105668085, LOC105668096, LOC105668143, LOC105668200, LOC105668202, LOC105668204, LOC105668205, LOC105668241, LOC105668244, LOC105668245, LOC105668282, LOC105668318, LOC105668319, LOC105668362, LOC105668366, LOC105668380, LOC105668655, LOC105668690, LOC105668697, LOC105668716, LOC105668825, LOC105668859, LOC105668861, LOC105668864, LOC105668874, LO1 545 NA NA NA NA

Native & European Main LOC105667404, LOC105667467, LOC105667482, LOC105667533, LOC105667586, LOC105667593, LOC105667921, LOC105667930, LOC105668040, LOC105668074, LOC105668078, LOC105668096, LOC105668244, LOC105669031, LOC105669063, LOC105669077, LOC105669109, LOC105669163, LOC105669250, LOC105669312, LOC105669373, LOC105669402, LOC105669636, LOC105669785, LOC105669897, LOC105669932, LOC105670084, LOC105670089, LOC105670330, LOC105670485, LOC105670656, LOC105670816, LOC105670942, LOC105671592, LOC105671815, LOC105672059, LOC105672123, LOC105672373, LOC105672818, LOC105673015, LOC105673167, LOC105673177, LOC105673246, LOC105673304, LOC105673461, LOC105673464, LOC105673470, LOC105673473, LOC105673644, LOC105673719, LOC105673734, LOC105673823, LOC105674185, LOC105674203, LOC105674205, LOC105674223, LOC105674343, LOC105674471, LOC105674706, LOC105674714, LOC105674718, LOC105674754, LOC105674771, LOC105674860, LOC105675113, LOC105675264, LOC105675300, LOC105675409, LOC105675906, LOC105675940, LOC105676212, LOC105676333, LOC105676462, LO2 104 27.1631 3.8287 0.0000 0.0000

European Main & Chile LOC105667402, LOC105667404, LOC105667482, LOC105667533, LOC105667586, LOC105667593, LOC105667731, LOC105667741, LOC105667921, LOC105667930, LOC105667986, LOC105668040, LOC105668074, LOC105668244, LOC105668690, LOC105668864, LOC105668921, LOC105668945, LOC105669031, LOC105669063, LOC105669099, LOC105669109, LOC105669208, LOC105669250, LOC105669297, LOC105669312, LOC105669342, LOC105669373, LOC105669490, LOC105669509, LOC105669636, LOC105669714, LOC105669785, LOC105669897, LOC105669932, LOC105669965, LOC105670064, LOC105670084, LOC105670330, LOC105670467, LOC105670726, LOC105670810, LOC105670819, LOC105671167, LOC105671263, LOC105671288, LOC105671342, LOC105671553, LOC105671592, LOC105671815, LOC105672251, LOC105672373, LOC105672523, LOC105673165, LOC105673167, LOC105673177, LOC105673204, LOC105673246, LOC105673294, LOC105673304, LOC105673461, LOC105673464, LOC105673470, LOC105674056, LOC105674185, LOC105674223, LOC105674471, LOC105674562, LOC105674577, LOC105674714, LOC105674718, LOC105674754, LOC105674771, LO2 111 27.2128 4.0790 0.0000 0.0000

All (Native, European Main & Chile)LOC105667404, LOC105667482, LOC105667533, LOC105667586, LOC105667593, LOC105667921, LOC105667930, LOC105668040, LOC105668074, LOC105668244, LOC105669031, LOC105669063, LOC105669109, LOC105669250, LOC105669312, LOC105669373, LOC105669636, LOC105669785, LOC105669897, LOC105669932, LOC105670084, LOC105670330, LOC105671592, LOC105671815, LOC105672373, LOC105673167, LOC105673177, LOC105673246, LOC105673304, LOC105673461, LOC105673464, LOC105673470, LOC105674185, LOC105674223, LOC105674471, LOC105674714, LOC105674718, LOC105674754, LOC105674771, LOC105674860, LOC105675113, LOC105675264, LOC105675300, LOC105675409, LOC105675906, LOC105675940, LOC105676462, LOC105676718, LOC105676833, LOC105677292, LOC105677296, LOC105677381, LOC105677794, LOC105677895, LOC105678013, LOC105678032, LOC105678304, LOC105678593, LOC105678742, LOC105679122, LOC105679267, LOC105679287, LOC105679288, LOC105679291, LOC105679308, LOC105679309, LOC105679434, LOC1056800693 68 1.3563 50.1365 0.0000 0.0000



S10. Lists of genes under selection that putatively function in the following categories:

Targets of positive selection (low Tajima's D) Targets of positive selection (low Tajima's D)

Genes with putative neurological/neuron-related function Gene ontology (NCBI): Chemical signalling

ID Name Function Process Component Model ID Name

LOC105669987 BTB/POZ domain-containing protein 1-like enables protein binding involved_in neurogenesis located_in P-body  located_in cytosol protein coding LOC105670843 odorant receptor 13a-like

LOC105670081 LIM/homeobox protein Awh-like enables DNA-binding transcription factor activity, RNA polymerase II-specific enables RNA polymerase II transcription regulatory region sequence-specific DNA bindinginvolved_in neuron differentiation involved_in regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding LOC105670807 odorant receptor 22c-like

LOC105670079 LIM/homeobox protein Awh enables DNA-binding transcription factor activity, RNA polymerase II-specific enables RNA polymerase II transcription regulatory region sequence-specific DNA bindinginvolved_in neuron differentiation involved_in regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding LOC105668181 acyl-CoA Delta(11) desaturase-like

LOC105670993 enhancer of split mbeta protein-like enables DNA-binding transcription factor activity, RNA polymerase II-specific  enables RNA polymerase II cis-regulatory region sequence-specific DNA binding enables protein dimerization activityinvolved_in anterior/posterior pattern specification involved_in regulation of neurogenesis involved_in regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding LOC105673531 fatty acid synthase-like

LOC105672811 inhibitory POU protein enables DNA-binding transcription factor activity, RNA polymerase II-specific  enables RNA polymerase II cis-regulatory region sequence-specific DNA bindinginvolved_in regulation of transcription by RNA polymerase II - protein coding LOC105667306 lipase 3-like

LOC105678045 gamma-aminobutyric acid receptor subunit beta enables GABA-A receptor activity enables chloride channel activity enables extracellular ligand-gated monoatomic ion channel activity	 enables neurotransmitter receptor activityinvolved_in chemical synaptic transmission involved_in chloride transmembrane transport involved_in nervous system process  involved_in regulation of membrane potential  involved_in signal transductionlocated_in membrane located_in neuron projection  located_in synapseprotein coding LOC105669334 fatty acid synthase-like

LOC105678369 neurotrimin-like enables axon guidance receptor activity enables protein bindinginvolved_in homophilic cell adhesion via plasma membrane adhesion molecules involved_in synapse organizationlocated_in axon  located_in neuronal cell body  located_in plasma membraneprotein coding LOC105668015 acyl-CoA Delta(11) desaturase-like

LOC105668854 gamma-1-syntrophin enables protein binding enables structural molecule activitypart_of dystrophin-associated glycoprotein complex located_in intracellular anatomical structure - protein coding LOC105671493 acyl-CoA:lysophosphatidylglycerol acyltransferase 1-like

LOC105671064 synaptic vesicle glycoprotein 2B enables transmembrane transporter activityinvolved_in transmembrane transportlocated_in membrane protein coding LOC105676392 putative gustatory receptor 28a

LOC105677918 protein still life, isoform SIF type 1 enables guanyl-nucleotide exchange factor enables protein bindinginvolved_in activation of GTPase activity involved_in positive regulation of axonogenesis involved_in small GTPase-mediated signal transductionlocated_in membrane located_in synapse protein coding LOC105675232 uncharacterized

LOC105669672 homeobox protein extradenticle enables DNA-binding transcription factor activity, RNA polymerase II-specific  enables RNA polymerase II cis-regulatory region sequence-specific DNA bindinginvolved_in animal organ morphogenesis  involved_in embryonic organ development  involved_in neuron development involved_in regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding LOC105673563 endocuticle structural protein SgAbd-6-like

LOC105668761 patronin enables calmodulin binding enables microtubule minus-end binding  enables spectrin bindinginvolved_in cytoplasmic microtubule organization  involved_in negative regulation of microtubule depolymerization  involved_in neuron projection developmentlocated_in microtubule minus-end protein coding

LOC105678066 glutamate receptor 1-like enables glutamate-gated receptor activity enables transmitter-gated monoatomic ion channel activity involved in regulation of postsynaptic membrane potentialinvolved_in modulation of chemical synaptic transmission involved_in synaptic transmission, glutamatergiclocated_in plasma membrane  located_in postsynaptic membraneprotein coding

LOC105679459 enhancer of split m7 protein-like enables DNA-binding transcription factor activity, RNA polymerase II-specific enables RNA polymerase II cis-regulatory region sequence-specific DNA binding enables protein dimerization activityinvolved_in anterior/posterior pattern specification involved_in regulation of neurogenesis  involved_in regulation of transcription by RNA polymerase II located_in nucleus protein coding

Targets of balancing selection (high Tajima's D values) Targets of balancing selection (high Tajima's D values)

Genes with putative neurological/neuron-related function Gene ontology: Chemical signalling

ID Name Function Process Component Model ID Name

LOC105675099 synaptic vesicle glycoprotein 2B-like enables transmembrane transporter activityinvolved_in transmembrane transportlocated_in membrane protein coding LOC105668241 endochitinase

LOC105667794 glycine receptor subunit alpha-2 enables chloride channel activity enables extracellular ligand-gated monoatomic ion channel activity enables neurotransmitter receptor activity enables transmembrane signaling receptor activityinvolved_in chemical synaptic transmission  involved_in chloride transmembrane transport involved_in nervous system process involved_in regulation of membrane potential  involved_in signal transductionlocated_in membrane  located_in neuron projection located_in synapseprotein coding LOC105670810 odorant receptor 4-like

 -  - LOC105670754 odorant receptor 22c-like

LOC105670819 odorant receptor 45b-like

LOC105676832 fatty acid synthase-like

LOC105679973 fatty acid binding protein 1-B.1-like

LOC105672373 sterol O-acyltransferase 2-like

LOC105673304 putative odorant receptor 85d

LOC105668074 fatty acyl-CoA reductase 1-like

LOC105674860 odorant receptor 63a-like

LOC105673490 odorant receptor coreceptor

LOC105680075 fatty acid synthase-like

LOC105669369 gustatory receptor for sugar taste 64a-like

LOC105674865 odorant receptor 67a-like



Targets of positive selection (low Tajima's D)

Gene ontology Genes with immune/oxidative-stress -related function Gene ontology

function process composition Model ID Name function process

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding LOC105668581 protein toll-like  -  -

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding

enables iron ion binding enables stearoyl-CoA 9-desaturase activityinvolved_in unsaturated fatty acid biosynthetic processlocated_in endoplasmic reticulum membraneprotein coding

 -  -  - protein coding

enables hydrolase activity, acting on ester bondsinvolved_in lipid metabolic process  - protein coding

 -  -  - protein coding

 -  -  - pseudo

enables acyltransferase activity located_in endomembrane system protein coding

involved_in sensory perception of taste - located_in axon  located_in dendrite  located_in membrane  located_in neuronal cell bodyprotein coding

enables GPI-anchor transamidase activity  enables chitin binding  enables protein bindinginvolved_in attachment of GPI anchor to protein  involved_in protein localization to cell surface  involved_in proteolysispart_of GPI-anchor transamidase complex  located_in extracellular regionprotein coding

enables structural constituent of chitin-based larval cuticle - located_in chitin-based extracellular matrixprotein coding

Targets of balancing selection (high Tajima's D values)

Gene ontology Genes with immune/oxidative-stress -related function Gene ontology

function process composition Model ID Name function process

enables chitin binding  enables chitinase activity -  - protein coding LOC105675515 peroxidasin enables heme binding enables peroxidase activity enables protein bindinginvolved_in response to oxidative stress

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding LOC105677448 myeloid differentiation primary response protein MyD88-A-likeenables TIR domain binding enables Toll-like receptor bindinginvolved_in MyD88-dependent toll-like receptor signaling pathway involved_in Toll signaling pathway	 involved_in defense response to Gram-positive bacterium involved_in innate immune response  involved_in positive regulation of canonical NF-kappaB signal transduction

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding

enables fatty acid synthase activity involved_in fatty acid biosynthetic process  - protein coding

enables fatty acid binding involved_in fatty acid transport located_in cytosol  located_in nucleusprotein coding

enables O-acyltransferase activity involved_in cholesterol metabolic process located_in endoplasmic reticulum membraneprotein coding

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding

enables alcohol-forming very long-chain fatty acyl-CoA reductase activityinvolved_in long-chain fatty-acyl-CoA metabolic processlocated_in peroxisome protein coding

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding

enables 3-oxoacyl-[acyl-carrier-protein] synthase activity enables fatty acid synthase activityinvolved_in fatty acid biosynthetic process  - protein coding

enables taste receptor activity involved_in detection of chemical stimulus involved in sensory perception of taste involved_in sensory perception of chemical stimuluslocated_in membrane protein coding

enables odorant binding enables olfactory receptor activityinvolved_in detection of chemical stimulus involved in sensory perception of smell involved_in sensory perception of smelllocated_in plasma membraneprotein coding



Targets of positive selection (low Tajima's D) Targets of positive selection (low Tajima's D)

other transcription factors, signalling genes etc. Gene ontology

composition Model ID Name function process composition Model

 - pseudo LOC105675249 LIM domain only protein 3-like enables DNA-binding transcription factor binding enables transcription coactivator activityinvolved_in positive regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding

LOC105675250 LIM domain only protein 3-like enables DNA-binding transcription factor binding enables transcription coactivator activityinvolved_in positive regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding

LOC105677901 homeobox protein Nkx-6.1 enables DNA-binding transcription factor activity, RNA polymerase II-specific  enables RNA polymerase II cis-regulatory region sequence-specific DNA bindinginvolved_in cell differentiation involved_in regulation of transcription by RNA polymerase IIlocated_in nucleus protein coding

LOC105679616 glutamate receptor 3-like enables glutamate-gated receptor activity  - located_in membraneprotein coding

LOC105678675 guanine nucleotide-binding protein G(o) subunit alphaenables G protein-coupled receptor binding enables G-protein beta/gamma-subunit complex binding  enables GTP binding  enables GTPase activityinvolved_in adenylate cyclase-modulating G protein-coupled receptor signaling pathwaypart_of heterotrimeric G-protein complex protein coding

LOC105678074 putative serine protease K12H4.7 enables dipeptidyl-peptidase activity enables serine-type exopeptidase activityinvolved_in proteolysis  - protein coding

LOC105675233 nesprin-1-like enables actin filament binding involved_in nuclear migration located_in cytoplasm part_of meiotic nuclear membrane microtubule tethering complex located_in nuclear outer membraneprotein coding

LOC105672900 transcription factor Sp9-like enables DNA-binding transcription factor activity, RNA polymerase II-specific  enables RNA polymerase II cis-regulatory region sequence-specific DNA bindinginvolved_in regulation of transcription by RNA polymerase II protein coding

LOC105672751 mucin-17-like enables protein binding  -  - protein coding

LOC105670065 putative serine/threonine-protein kinase F31E3.2enables ATP binding enables protein serine/threonine kinase activityinvolved_in protein phosphorylation  - protein coding

LOC105669914 multiple coagulation factor deficiency protein 2 homolog -  -  - protein coding

LOC105669693 aryl hydrocarbon receptor nuclear translocator-like protein 1enables DNA-binding transcription factor activity, RNA polymerase II-specific  enables RNA polymerase II cis-regulatory region sequence-specific DNA binding enables protein dimerization activityinvolved_in regulation of transcription by RNA polymerase IIpart_of aryl hydrocarbon receptor complex located_in cytoplasm located_in nucleus part_of transcription regulator complexprotein coding

LOC105669680 glucose transporter type 1 enables hexose transmembrane transporter activityinvolved_in monosaccharide transmembrane transportlocated_in membraneprotein coding

LOC105669444 glucose-6-phosphate isomerase enables calcium channel activity enables carbohydrate derivative binding enables glucose-6-phosphate isomerase activity enables monosaccharide bindinginvolved_in calcium ion import across plasma membrane involved_in gluconeogenesis involved_in glucose 6-phosphate metabolic process  involved_in glycolytic processlocated_in cytosol protein coding

LOC105667492 CCR4-NOT transcription complex subunit 1enables molecular adaptor activity involved_in nuclear-transcribed mRNA catabolic process, deadenylation-dependent decaypart_of CCR4-NOT core complex located_in P-bodyprotein coding

LOC105667346 calmodulin, striated muscle-like enables calcium ion binding enables enzyme regulator activity -  - protein coding

Targets of balancing selection (high Tajima's D values) Targets of balancing selection (high Tajima's D values)

other transcription factors, signalling genes etc. Gene ontology

composition Model ID Name function process composition Model Putative endogenous virus genes

located_in extracellular spaceprotein coding LOC105674327 zinc finger protein SNAI3-like  -  -  - protein coding ID

located_in plasma membraneprotein coding LOC105680088 galanin receptor type 3-like enables G protein-coupled receptor activity involved_in G protein-coupled receptor signaling pathwaylocated_in membraneprotein coding LOC105675906

LOC105670608 manganese-transporting ATPase 13A1enables ATP binding enables ATP hydrolysis activity  enables P-type ion transporter activityinvolved_in intracellular calcium ion homeostasislocated_in endoplasmic reticulum membraneprotein coding LOC105679308

LOC105669174 pro-resilin-like  -  - located_in extracellular matrix  located_in extracellular spaceprotein coding LOC105679309

LOC105669160 pro-resilin-like  -  - located_in extracellular matrix  located_in extracellular spaceprotein coding LOC105679434

LOC105676333 hemolymph lipopolysaccharide-binding protein-like -  -  - protein coding LOC105680069

LOC105669509 arylsulfatase B-like  -  -  - protein coding LOC105667930

LOC105668859 facilitated trehalose transporter Tret1-likeenables transmembrane transporter activity involved_in transmembrane transport located_in membraneprotein coding LOC105676718

LOC105673502 nef-associated protein 1-like enables tRNA (adenine-N6)-methyltransferase activity -  - protein coding LOC105678032

LOC105668864 calcium and integrin-binding protein 1-likeenables calcium ion binding  -  - protein coding LOC105677292

LOC105677495 gamma-interferon-inducible lysosomal thiol reductaseenables oxidoreductase activity, acting on a sulfur group of donors, disulfide as acceptor -  - protein coding LOC105679572

LOC105673995 derlin-1 enables misfolded protein binding enables ubiquitin-specific protease bindinginvolved_in endoplasmic reticulum unfolded protein responsepart_of Hrd1p ubiquitin ligase ERAD-L complex located_in endoplasmic reticulum membraneprotein coding LOC105669297

LOC105668921

LOC105671592



Targets of positive selection (low Tajima's D)

Targets of balancing selection (high Tajima's D values)

Putative endogenous virus genes

Name Conserved domains

uncharacterized RT_pepA17 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=238822 Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123

uncharacterized Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123  RT_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=295487

uncharacterized DUF1759 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705

uncharacterized Integrase core domain https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=279057

uncharacterized Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123 RT_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=295487

uncharacterized RT_pepA17 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=238822 DUF1759 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123

uncharacterized DUF1759  https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705

uncharacterized DUF1759  https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 RT_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=295487 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705

piggyBac transposable element-derived protein 3-likeTransposase IS4

uncharacterized Integrase core domain https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=279057

uncharacterized RT_pepA17 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=238822 DUF1759 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705

uncharacterized RT_pepA17 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=238822 DUF1759 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705

uncharacterized RT_pepA17 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=238822 DUF1759 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705 Integrase core domain https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=304425



RT_pepA17 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=238822 DUF1759 https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=281552 Pao retrotransposon peptidase https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=283123 pepsin_retropepsin_like Superfamily https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=299705 Integrase core domain https://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=304425


